Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.164; data-to-parameter ratio = 13.8.
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(8) and R 2 2 (12) ring motifs. These ribbons are further connected by weak C-HÁ Á ÁN, C-HÁ Á ÁO and C-HÁ Á Á interactions, resulting in a three-dimensional network. The crystal studied was a nonmerohedral twin with refined components 0.906 (1):0.094 (1).
Related literature
For background to pyridine chemistry, see: Youngdale (1980 Youngdale ( , 1982 ; Todd (1970a,b) ; Lohaus et al. (1968 Lohaus et al. ( , 1970 ; Gachet et al. (1995) ; Yao et al. (1994) ; Umemura et al. (1995) . For background to 1,3,4-oxadiazole chemistry, see: Jin et al. (2006) ; Bhandari et al. (2008) ; Krasovskii et al. (2000) ; Mishra et al. (1995) ; Suman et al. (1979) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For standard bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data C 26 H 18 N 6 O 4 S M r = 510.52 Triclinic, P1 a = 9.6132 (9) Å b = 9.8928 (10) Å c = 25.724 (2) Å = 83.215 (2) = 84.102 (2) = 72.564 (2) V = 2311.8 (4) Å 3 Z = 4 Mo K radiation = 0.19 mm À1 T = 100 K 0.23 Â 0.19 Â 0.09 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.958, T max = 0.983 9469 measured reflections 9469 independent reflections 8293 reflections with I > 2(I) R int = 0.000 Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.164 S = 1.20 9469 reflections 686 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.32 e Å À3 Á min = À0.36 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2, Cg3 and Cg4 are the centroids of the C1B/C2B/C7B-C10B, C2B-C7B, C1A/C2A/C3A/C8A-C10A and O2A/C12A/N1A/N2A/C13A rings, respecively. to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ).
Pyridine and its derivatives are of commercial interest and find application in medicinal drugs and in agricultural products such as herbicides,insecticides, fungicides, and plant growth regulators (picolines, lutidines, Timoprazole, and omeprazole). Pyridine derivatives have a wide range of biological activities being used as fungicidal, antibacterial, antifungal (Youngdale, 1980 (Youngdale, , 1982 Todd, 1970a,b) , antimycotic (Lohaus et al., 1968 (Lohaus et al., , 1970 and antidepressant agents (Gachet et al., 1995) , as well as thienopyridines being used as antithrombotic agents (Yao et al., 1994; Umemura et al., 1995) against platelet aggregation. Compounds containing a 1,3,4-oxadiazole ring have been reported to possess a broad spectrum of biological activities including insecticidal, antibacterial, anticancer, and anti-inflammatory (Jin et al., 2006; Bhandari et al., 2008; Krasovskii et al., 2000) as well as antimycobacterial, analgesic, antipyretic and anticonvulsant
properties (Mishra et al., 1995; Suman et al., 1979) . The above observations prompted us to synthesize the title compound containing oxadiazole and amino pyridine carbonitrile groups and substituted pyridine scaffolds to determine its crystal structure.
The asymmetric unit of the title compound consists of two crystallographically independent, 5-(5-((naphthalen-6-yloxy)methyl)-1,3,4-oxadiazol-2-ylthio) -2-amino-6-methyl-4-(3-nitrophenyl)pyridine-3-carbonitrile molecules (A & B), as shown in Fig. 1 . The bond lengths and angles of molecules A and B agree with each other and are within normal ranges for bond lengths (Allen et al., 1987) . The dihedral angles between pyridine rings (N3A/C14A-C18A)/ (N3B/C14B-C18B) and the benzene rings (C19A-C24A)/(C19B-C24B) are 65.53 (13) and 87.67 (13) Å, respectively. The central 1,3,4-oxadiazole ring system in both the molecules is essentially planar with maximum deviations of 0.007 (3) and 0.002
(3) %A respectively.
In the crystal structure ( Fig. 2) , molecule A is paired with molecule B via an N4-H···N3 ii hydrogen bonds (symmetry code in Table 1 ), involving the 4-amino group and the pyridine N1 atom and it is paired with another molecule of B through a pair N4-H···N5 i hydrogen bonds (symmetry code in Table 1 ), involving the 4-amino group and cyano N5 atom, forming R 2 2 (8) and R 2 2 (12) (Bernstein et al., 1995) ring motifs. These hydrogen-bonded ABAB pairs lead to a extended ribbon structure. Theese ribbon are linked by weak C-H···N, C-H···O hydrogen bonds, resulting in a threedimensional network. The crystal structure is further stabilized by C-H···π interactions (Table 1) .
Experimental
A mixture of malononitrile (10 mmol), substituted benzaldehyde (10 mmol), ammonium acetate (12.5 mmol) and 2-(5-((naphthalen-6-yloxy)methyl)-1,3,4-oxadiazol-2-ylthio)-1-(3-nitrophenyl)ethanone (8.33 mmol) in anhydrous benzene (25 ml) was refluxed for 18hrs, under nitrogen atm. Excess solvent was removed under reduced pressure. Residue was dissolved in ehtylacetate (50 ml) and washed successively with sodium bicarbonate solution (2 × 25 ml), water (2 × 25 ml), saturated brine solution (1 × 25 ml) and dried over anhydrous Na 2 SO 4 . Organic layer was evaporated to dryness and crude product was purified over silica using Dichloromethane/Methanol as eluent. Crystals suitable for Xray studies were grown in a dimethylformamide solution (m.p:. 485 K).
Refinement
N-bound H atoms were located in a difference Fourier map and were refined freely [refined N-H distance 0.86 (4), 0.84 (4), 0.92 (4) and 0.85 (4) Å]. The remaining hydrogen atoms were positioned geometrically [C-H = 0.95-0.99 Å]
and were refined using a riding model, with U iso (H) = 1.2 U eq (C) or 1.5U eq (methyl C). A rotating-group model was used for the methyl group. The crystal used was a non-merohedral twin with refined components 0.906 (1):0.094 (1). The structure was refined using the HKLF 5 type input.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009) .
Figure 1
The asymmetric unit of the title compound with 50% probability displacement ellipsoids.
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Figure 2
The crystal packing of the title compound. The H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Amino

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1A 0.16398 (8) 0.33559 (7) C13A-S1A-C14A 99.92 (13) C13B-S1B-C14B 98.96 (13) C10A-O1A-C11A 116.0 (2) C10B-O1B-C11B 115.3 (2) C13A-O2A-C12A 101.6 (2) C12B-O2B-C13B 101.0 (2) C12A-N1A-N2A 105.9 (2) C12B-N1B-N2B 106.1 (2) C13A-N2A-N1A 105.5 (2) C13B-N2B-N1B 105.2 (2) C15A-N3A-C16A 119.5 (2) C15B-N3B-C16B 119.2 (2) C16A-N4A-H2NA 119 (2) C16B-N4B-H2NB 125 (2) 118.9 (2) O2B-C12B-C11B 114.1 (2) N2A-C13A-O2A 113.7 (3) N2B-C13B-O2B 113.7 (3) N2A-C13A-S1A 129.3 (2) N2B-C13B-S1B 130.8 (2) O2A-C13A-S1A 117.1 (2) O2B-C13B-S1B 115.5 (2) C18A-C14A-C15A 119.7 (3) C18B-C14B-C15B 119.3 (3) C18A-C14A-S1A 120.4 (2) C18B-C14B-S1B 120.1 (2) C15A-C14A-S1A 119.8 (2) C15B-C14B-S1B 120.6 (2) N3A-C15A-C14A 122. C14A-C18A-C19A 122.1 (3) C17B-C18B-C19B 118.7 (2) C24A-C19A-C20A 119.4 (3) C24B-C19B-C20B 120.0 (3) C24A-C19A-C18A 118.8 (2) C24B-C19B-C18B 118.5 (2) C20A-C19A-C18A 121.7 (3) C20B-C19B-C18B 121.4 (3) C19A-C20A-C21A 120.1 (3) C21B-C20B-C19B 120.5 (3) C19A-C20A-H20A 119.9 C21B-C20B-H20B 119.7 C21A-C20A-H20A 119.9 C19B-C20B-H20B 119.7 C22A-C21A-C20A 120.8 (3) C22B-C21B-C20B 120.4 (3) C22A-C21A-H21A 119.6 C22B-C21B-H21B 119.8 C20A-C21A-H21A 119.6 C20B-C21B-H21B 119.8 C23A-C22A-C21A 117.7 (3) C23B-C22B-C21B 118.1 (3) C23A-C22A-H22A 121.1 C23B-C22B-H22B 121.0 C21A-C22A-H22A 121.1 C21B-C22B-H22B 121.0 C22A-C23A-C24A 122.9 (3) C22B-C23B-C24B 122.9 (3) C22A-C23A-N6A 119.6 (3) C22B-C23B-N6B 119.3 (3) C24A-C23A-N6A 117.4 (3) C24B-C23B-N6B 117.8 (3) C23A-C24A-C19A 119.1 (3) C19B-C24B-C23B 118.1 (3) C23A-C24A-H24A 120.5 C19B-C24B-H24B 120.9 C19A-C24A-H24A 120.5 C23B-C24B-H24B 120.9 C15A-C25A-H25A 109.5 C15B-C25B-H25D 109.5 C15A-C25A-H25B 109.5 C15B-C25B-H25E 109.5 H25A-C25A-H25B 109.5 H25D-C25B-H25E 109.5 C15A-C25A-H25C 109.5 C15B-C25B-H25F 109.5 H25A-C25A-H25C 109.5 H25D-C25B-H25F 109.5 H25B-C25A-H25C 109.5 H25E-C25B-H25F 109.5 N5A-C26A-C17A 177. 
